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Draft version of: Rivera Hernández, Geovanny, et al. "Elongation of the Cterminal domain of an anti-amyloid β single-chain variable fragment increases its thermodynamic stability and decreases its aggregation tendency" in MAbs (ed. Taylor and Francis), vol. 5, no. 5 (Sep.-Oct. 2013 ), p. 678-689. The final version is available at DOI 10.4161/mabs.25382 aligned sequence were filtered to discard false results. The PDB code of the sequence with the highest score coincident in the search of both domains was selected among a total of 24 candidates. The crystal structure of a scFv antibody against the SARS-spike protein-receptor binding-domain (with PDB code: 2GHW-B), matching the alignment with a 70% identity (94% similarity) and E-value 2e-84, was selected to construct a 3D model for the scFv-h3D6 using MODELLER 9v2. The authors state that "there are no potential conflicts of interest in our submission"
